SEQUENCE LISTING 

<110> Weiner, Richard I. 
Martial, Joseph A. 
Struman, Ingrid 
Taylor, Robert 
Bentzien, Frauke 

<120> Novel Ant i angiogenic Peptide Agents and Their 
Therapeutic and Diagnostic Use 

<130> UCSF-018/02US 

<140> 09/819,094 
<141> 2001-03-27 



<150> 09/076,675 

<151> 1998-05-12 

<150> 60/046,394 

<151> 1997-05-12 



<160> 34 



<210> 1 

<211> 603 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgttgccca tctgtcccgg cggggctgcc cgatgccagg tgacccttcg agacctgttt 60 
gaccgcgccg tcgtcctgtc ccactacatc cataacctct cctcagaaat gttcagcgaa 120 
ttcgataaac ggtataccca tggccggggg ttcattacca aggccatcaa cagctgccac 180 
acttcttccc ttgccacccc cgaagacaag gagcaagccc aacagatgaa tcaaaaagac 240 
tttctgagcc tgatagtcag catattgcga tcctggaatg agcctctgta tcatctggtc 300 
acggaagtac gtggtatgca agaagccccg gaggctatcc tatccaaagc tgtagagatt 360 
gaggagcaaa ccaaacggct tctagagggc atggagctga tagtcagcca ggttcatcct 42 0 
gaaaccaaag aaaatgagat ctaccctgtc tggtcgggac ttccatccct gcagatggct 48 0 
gatgaagaat ctcgcctttc tgcttattat aacctgctcc actgcctacg caggcattca 540 
cataaaatcg acaattatct caagctcctg aagtgccgaa tcatccacaa caacaactgc 600 
taa 603 



<210> 2 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<400> 2 

atgttgccca tctgtcccgg cggggctgcc cgatgccagg tgacccttcg agacctgttt 60 
gaccgcgccg tcgtcctgtc ccactacatc cataacctct cctcagaaat gttcagcgaa 120 
ttcgataaac ggtataccca tggccggggg ttcattacca aggccatcaa cagctcccac 180 
acttcttccc ttgccacccc cgaagacaag gagcaagccc aacagatgaa tcaaaaagac 240 



582539 vl/PA 
CHHN01I.DOC 



1. 



tttctgagcc tgatagtcag catattgcga tcctggaatg agcctctgta tcatctggtc 300 
acggaagtac gtggtatgca agaagccccg gaggctatcc tatccaaagc tgtagagatt 360 
gaggagcaaa cctaa 375 

<210> 3 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 3 

atgttgccca tctgtcccgg cggggctgcc cgatgccagg tgacccttcg agacctgttt 60 
gaccgcgccg tcgtcctgtc ccactacatc cataacctct cctcagaaat gttcagcgaa 120 
ttcgataaac ggtataccca tggccggggg ttcattacca aggccatcaa cagctcccac 180 
acttcttccc ttgccacccc cgaagacaag gagcaagccc aacagatgaa tcaaaaagac 240 
tttctgagcc tgatagtcag catattgcga tcctggaatg agcctctgta tcatctggtc 3 00 
acggaagtac gtggtatgca agaagccccg gaggctatcc tatccaaagc tgtagagatt 360 
gaggagcaaa ccaaacggct tctagagggc atggagctga tagtcagcca ggttcatcct 420 
tga 423 

<210> 4 
<211> 603 
<212> DNA 

<213> Homo sapiens 
<400> 4 

atgttgccca tctgtcccgg cggggctgcc cgatgccagg tgacccttcg agacctgttt 60 
gaccgcgccg tcgtcctgtc ccactacatc cataacctct cctcagaaat gttcagcgaa 120 
ttcgataaac ggtataccca tggccggggg ttcattacca aggccatcaa cagctcccac 180 
acttcttccc ttgccacccc cgaagacaag gagcaagccc aacagatgaa tcaaaaagac 240 
tttctgagcc tgatagtcag catattgcga tcctggaatg agcctctgta tcatctggtc 300 
acggaagtac gtggtatgca agaagccccg gaggctatcc tatccaaagc tgtagagatt 360 
gaggagcaaa- ccaaacggct tctagagggc atggagctga tagtcagcca ggttcatcct 420 
agacccccaa cacctgagat ctaccctgtc tggtcgggac ttccatccct gcagatggct 480 
gatgaagagt ctcgcctttc tgcttattat aacctgctcc actgcctacg cagggattca 540 
cataaaatcg acaattatct caagctcctg aagtgccgaa tcatccacaa caacaactgc 600 
taa 603 

<210> 5 
<211> 603 
<212> DNA 

<213> Homo sapiens 
<400> 5 

tacaacgggt agacagggcc gccccgacgg gctacggtcc actgggaagc tctggacaaa 60 

ctggcgcggc agcaggacag ggtgatgtag gtattggaga ggagtcttta caagtcgctt 120 

aagctatttg ccatatgggt accggccccc aagtaatggt tccggtagtt gtcgacggtg 180 

tgaagaaggg aacggtgggg gcttctgttc ctcgttcggg ttgtctactt agtttttctg 240 

aaagactcgg actatcagtc gtataacgct aggaccttac tcggagacat agtagaccag 300 

tgccttcatg caccatacgt tcttcggggc ctccgatagg ataggtttcg acatctctaa 360 

ctcctcgttt ggtttgccga agatctcccg tacctcgact atcagtcggt ccaagtagga 420 

ctttggtttc ttttactcta gatgggacag accagccctg aaggtaggga cgtctaccga 480 

ctacttctca gagcggaaag acgaataata ttggacgagg tgacggatgc gtccctaagt 540 
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gtattttagc tgttaataga gttcgaggac ttcacggctt agtaggtgtt gttgttgacg 600 
att 603 

<210> 6 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tacaacgggt agacagggcc gccccgacgg gctacggtcc actgggaagc tctggacaaa 60 
ctggcgcggc agcaggacag ggtgatgtag gtattggaga ggagtcttta caagtcgctt 120 
aagctatttg ccatatgggt accggccccc aagtaatggt tccggtagtt gtcgacggtg 18 0 
tgaagaaggg aacggtgggg gcttctgttc ctcgttcggg ttgtctactt agtttttctg 240 
aaagactcgg actatcagtc gtataacgct aggaccttac tcggagacat agtagaccag 3 00 
tgccttcatg caccatacgt tcttcggggc ctccgatagg ataggtttcg acatctctaa 360 
ctcctcgttt ggatt 375 

<210> 7 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tacaacgggt agacagggcc gccccgacgg gctacggtcc actgggaagc tctggacaaa 60 
ctggcgcggc agcaggacag ggtgatgtag gtattggaga ggagtcttta caagtcgctt 120 
aagctatttg ccatatgggt accggccccc aagtaatggt tccggtagtt gtcgacggtg 180 
tgaagaaggg aacggtgggg gcttctgttc ctcgttcggg ttgtctactt agtttttctg 240 
aaagactcgg actatcagtc gtataacgct aggaccttac tcggagacat agtagaccag 300 
tgccttcatg caccatacgt tcttcggggc ctccgatagg ataggtttcg acatctctaa 360 
ctcctcgttt ggtttgccga agatctcccg tacctcgact atcagtcggt ccaagtagga 420 
act 423 

<210> 8 

<211> 603 

<212> DNA 

<213> Homo sapiens 

<400> 8 

tacaacgggt agacagggcc gccccgacgg gctacggtcc actgggaagc tctggacaaa 60 
ctggcgcggc- agcaggacag ggtgatgtag gtattggaga ggagtcttta caagtcgctt 120 
aagctatttg ccatatgggt accggccccc aagtaatggt tccggtagtt gtcgacggtg 180 
tgaagaaggg aacggtgggg gcttctgttc ctcgttcggg ttgtctactt agtttttctg 240 
aaagactcgg actatcagtc gtataacgct aggaccttac tcggagacat agtagaccag 300 
tgccttcatg caccatacgt tcttcggggc ctccgatagg ataggtttcg acatctctaa 360 
ctcctcgttt ggtttgccga agatctcccg tacctcgact atcagtcggt ccaagtagga 420 
tctgggggtt gtggactcta gatgggacag accagccctg aaggtaggga cgtctaccga 480 
ctacttctca gagcggaaag acgaataata ttggacgagg tgacggatgc gtccctaagt 540 
gtattttagc tgttaataga gttcgaggac ttcacggctt agtaggtgtt gttgttgacg 600 
att 603 

<210> 9 
<211> 200 
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<212> PRT 

<213> Homo sapiens 



<400> 9 

Met Leu Pro lie Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu 
15 10 15 

Arg Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr lie His Asn 
20 25 30 

Leu Ser Ser Glu Met Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly 
35 40 45 

Arg Gly Phe lie Thr Lys Ala lie Asn Ser Cys His Thr Ser Ser Leu 
50 55 60 

Ala Thr Pro Glu Asp Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp 
65 70 75 80 

Phe Leu Ser Leu lie Val Ser lie Leu Arg Ser Trp Asn Glu Pro Leu 

85 90 95 

Tyr His Leu Val Thr Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala 
100 105 110 

lie Leu Ser Lys Ala Val Glu lie Glu Glu Gin Thr Lys Arg Leu Leu 
115 120 125 

Glu Gly Met Glu Leu He Val Ser Gin Val His Pro Glu Thr Lys Glu 
130 135 140 

Asn Glu He Tyr Pro Val Trp Ser Gly Leu Pro Ser Leu Gin Met Ala 
145 150 155 160 

Asp Glu Glu Ser Arg Leu Ser Ala Tyr. Tyr Asn Leu Leu His Cys Leu 
165 170 175 

Arg Arg Asp Ser His Lys He Asp Asn Tyr Leu Lys Leu Leu Lys Cys 
180 185 " 190 

Arg He He His Asn Asn Asn Cys 
195 200 



<210> 10 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Leu Pro He Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu 
1 5 10 15 
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Arg Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr lie His Asn 
20 25 30 



Leu Ser Ser Glu Met Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly 
35 40 45 

Arg Gly Phe lie Thr Lys Ala lie Asn Ser Ser His Thr Ser Ser Leu 
50 55 60 

Ala Thr Pro Glu Asp Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp 
65 70 75 80 

Phe Leu Ser Leu lie Val Ser lie Leu Arg Ser Trp Asn Glu Pro Leu 

85 90 95 

Tyr His Leu Val Thr Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala 
100 105 110 

He Leu Ser Lys Ala Val Glu He Glu Glu Gin Thr 
115 120 



<210> 11 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Leu Pro He Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu 
15 10 15 

Arg Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr He His Asn 
20 25 30 

Leu Ser Ser Glu Met Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly 
35 40 45 

Arg Gly Phe lie Thr Lys Ala He Asn Ser Ser His Thr Ser Ser Leu 
50 55 60 

Ala Thr Pro Glu Asp Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp 
65 70 75 80 

Phe Leu Ser Leu He Val Ser He Leu Arg Ser Trp Asn Glu Pro Leu 

85 90 95 

Tyr His Leu Val Thr Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala 
100 105 110 

He Leu Ser Lys Ala Val Glu He Glu Glu Gin Thr Lys Arg Leu Leu 
115 120 125 
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Glu Gly Met Glu Leu lie Val Ser Gin Val His Pro 
130 135 140 



<210> 12 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Leu Pro lie Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu 
1 5 10 15 

Arg Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr lie His Asn 
20 25 30 

Leu Ser Ser Glu Met Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly 
35 40 45 

Arg Gly Phe lie Thr Lys Ala lie Asn Ser Ser His Thr Ser Ser Leu 
50 55 60 

Ala Thr Pro Glu Asp Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp 
65 70 75 80 

Phe Leu Ser Leu lie Val Ser lie Leu Arg Ser Trp Asn Glu Pro Leu 

85 90 95 

Tyr His Leu Val Thr Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala 
100 105 110 

lie Leu Ser Lys Ala Val Glu lie Glu Glu Gin Thr Lys Arg Leu Leu 
115 120 125 

Glu Gly Met Glu Leu lie Val Ser Gin Val His Pro Arg Pro Pro 
130 135 140 



<210> 13 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 13 

atggtccaaa ccgttccgtt atccaggctt 
gcgcaccagc tggccattga cacctaccag 
cagaagtatt cgttcctgca tgactcccag 
acaccctcca acatggagga aacgcaacag 
ctgctgctca tcgagtcgtg gctggagccc 
aacctggtgt atgacacctc ggacagcgat 
ggcatccaaa cgctgatggg gaggctggaa 



tttgaccacg ctatgctcca agcccatcgc 60 
gagtttgaag aaacctatat cccaaaggac 120 
acctccttct ctttctcaga ctctattccg 180 
aaatccaatc tagagctgct ccgcatctcc 240 
gtgcggttcc tcaggagtat gttcgccaac 300 
gactatcacc tcctaaagga cctagaggaa 360 
gacggcagcc gccggactgg gcagatcctc 420 
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aagcagacct acagcaagtt tgacacaaac tcgcacaacc atgacgcact gctcaagaac 480 
tacgggctgc tctactgctt caggaaggac atggacaagg tcgagacatt cctgcgcatg 54 0 
gtgcagtgcc gctctgtgga gggcagctgt ggcttctag 579 

<210> 14 
<211> 579 
<212> DNA 

<213> Homo sapiens 



<400> 14 

atggtccaaa ccgttccgtt atccaggctt tttgaccacg ctatgctcca agcccatcgc 60 
gcgcaccagc tggccattga cacctaccag gagtttgaag aaacctatat cccaaaggac 12 0 
cagaagtatt cgttcctgca tgactcccag acctccttct gcttctcaga ctctattccg 180 
acaccctcca acatggagga aacgcaacag aaatccaatc tagagctgct ccgcatctcc 24 0 
ctgctgctca tcgagtcgtg gctggagccc gtgcggttcc tcaggagtat gttcgccaac 3 00 
aacctggtgt atgacacctc ggacagcgat gactatcacc tcctaaagga cctagaggaa 360 
ggcatccaaa cgctgatggg gaggctggaa gacggcagcc cccggactgg gcagatcctc 42 0 
aagcagacct acagcaagtt tgacacaaac tcgcacaa.cc atgacgcact gctcaagaac 480 
tacgggctgc tctactgctt caggaaggac atggacaagg tcgagacatt cctgcgcatg 540 
gtgcagtgcc gctctgtgga gggcagctgt ggcttctag 579 

<210> 15 

<211> 579 

<212> DNA 

<213> Homo sapiens 



<400> 15 

taccaggttt 

cgcgtggtcg 

gtcttcataa 

tgtgggaggt 

gacgacgagt 

ttggaccaca 

ccgtaggttt 

ttcgtctgga 

atgcccgacg 

cacgtcacgg 



ggcaaggcaa 
accggtaact 
gcaaggacgt 
tgtacctcct 
agctcagcac 
tactgtggag 
gcgactaccc 
tgtcgttcaa 
agatgacgaa 
cgagacacct 



taggtccgaa 
gtggatggtc 
actgagggtc 
ttgcgttgtc 
cgacctcggg 
cctgtcgcta 
ctccgacctt 
actgtgtttg 
gtccttcctg 
cccgtcgaca 



aaactggtgc 
ctcaaacttc 
tggaggaaga 
tttaggttag 
cacgccaagg 
ctgatagtgg 
ctgccgtcgg 
agcgtgttgg 
tacctgttcc 
ccgaagatc 



gatacgaggt 
tttggatata 
cgaagagtct 
atctcgacga 
agtcctcata 
aggatttcct 
cggcctgacc 
tactgcgtga 
agctctgtaa 



tcgggtagcg 60 
gggtttcctg 120 
gagataaggc 180 
ggcgtagagg 240 
caagcggtgg 300 
ggatctcctt 360 
cgtctaggag 420 
cgagttcttg 480 
ggacgcgtac 54 0 
579 



<210> 16 

<211> 579 

<212> DNA 

<213> Homo sapiens 



<400> 16 

taccaggttt ggcaaggcaa taggtccgaa aaactggtgc gatacgaggt tcgggtagcg 60 

cgcgtggtcg accggtaact gtggatggtc ctcaaacttc tttggatata gggtttcctg 120 

gtcttcataa gcaaggacgt actgagggtc tggaggaaga gaaagagtct gagataaggc 180 

tgtgggaggt tgtacctcct ttgcgttgtc tttaggttag atctcgacga ggcgtagagg 240 

gacgacgagt agctcagcac cgacctcggg cacgccaagg agtcctcata caagcggttg 300 

ttggaccaca tactgtggag cctgtcgcta ctgatagtgg aggatttcct ggatctcctt 360 

ccgtaggttt gcgactaccc ctccgacctt ctgccgtcgg gggcctgacc cgtctaggag 420 

ttcgtctgga tgtcgttcaa actgtgtttg agcgtgttgg tactgcgtga cgagttcttg 480 
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atgcccgacg agatgacgaa gtccttcctg tacctgttcc agctctgtaa ggacgcgtac 540 
cacgtcacgg cgagacacct cccgtcgaca ccgaagatc 579 



<210> 17 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Val Gin Thr Val Pro Leu Ser Arg Leu Phe Asp His Ala Met Leu 
15 10 15 

Gin Ala His Arg Ala His Gin Leu Ala lie Asp Thr Tyr Gin Glu Phe 
20 25 30 

Glu Glu Thr Tyr lie Pro Lys Asp Gin Lys Tyr Ser Phe Leu His Asp 
35 40 45 

Ser Gin Thr Ser Phe Cys Phe Ser Asp Ser lie Pro Thr Pro Ser Asn 
50 55 60 

Met Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
65 70 75 80 

Leu Leu Leu lie Glu Ser Trp Leu Glu Pro Val Arg Phe Leu Arg Ser 

85 90 95 

Met Phe Ala Asn Asn Leu Val Tyr Asp Thr Ser Asp Ser Asp Asp Tyr 
100 105 110 

His Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg 
115 120 125 

Leu Glu Asp Gly Ser Arg Arg Thr Gly Gin lie Leu Lys Gin Thr Tyr 
130 135 " 140 

Ser Lys Phe Asp Thr Asn Ser His Asn His Asp Ala Leu Leu Lys Asn 
145 150 155 160 

Tyr Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr 
165 170 175 

Phe Leu Arg Met Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 



<210> 18 
<211> 135 
<212> PRT 
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<213> Homo sapiens 



<400> 18 

Met Val Gin Thr Val 
1 5 



Pro Leu Ser Arg 



Leu Phe Asp 
10 



His Ala Met Leu 
15 



Gin Ala His Arg Ala His Gin Leu Ala 

20 25 

Glu Glu Thr Tyr lie Pro Lys Asp Gin 

35 40 



lie Asp Thr 
Lys Tyr Ser 



Tyr Gin Glu Phe 
30 

Phe Leu His Asp 
45 



Ser Gin Thr Ser Phe Ser Phe Ser Asp 
50 55 



Ser lie Pro 
60 



Thr Pro Ser Asn 



Met Glu Glu Thr Gin Gin Lys 

65 70- 



Ser Asn 



Leu Glu Leu 
75 



Leu Arg lie Ser 
80 



Leu Leu Leu lie Glu 

85 



Ser Tip Leu Glu 



Pro Val Arg 
90 



Phe Leu Arg Ser 
95 



Met Phe Ala Asn Asn Leu Val Tyr Asp 
100 105 



Thr Ser Asp 



Ser Asp Asp Tyr 
110 



His Leu Leu Lys Asp Leu Glu Glu Gly 
115 120 



lie Gin Thr 



Leu Met Gly Arg 
125 



Leu Glu Asp Gly Ser Pro Arg 
13 0 135 



<210> 19 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 19 

atgttcccaa ccattccctt atccaggctt tttgacaacg ctatgctccg cgcccatcgt 60 
ctgcaccagc tggcctttga cacctaccag gagtttgaag aagcctatat cccaaaggaa 120 
cagaagtatt cattcctgca gaacccccag acctccctct gtttctcaga gtctattccg 180 
acaccctcca acagggagga aacacaacag aaatccaacc tagagctgct ccgcatctcc 240 
ctgctgctca tccagtcgtg gctggagccc gtgcagttcc tcaggagtgt cttcgccaac 300 
agcctggtgt acggcgcctc tgacagcaac gtctatgacc tcctaaagga cctagaggaa 360 
ggcatccaaa cgctgatggg gaggctggaa gatggcagcc cccggactgg gcagatcttc 420 
aagcagacct acagcaagtt cgacacaaac tcacacaacg atgacgcact actcaagaac 480 
tacgggctgc tctactgctt caggaaggac atggacaagg tcgagacatt cctgcgcatc 54 0 
gtgcagtgcc gctctgtgga gggcagctgt ggcttctag 579 

<210> 20 
<211> 405 
<212> DNA 

<213> Homo sapiens 
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<400> 20 

atgttcccaa 

ctgcaccagc 

cagaagtatt 

acaccctcca 

ctgctgctca 

agcctggtgt 

ggcatccaaa 



ccattccctt 
tggcctttga 
cattcctgca 
acagggagga 
tccagtcgtg 
acggcgcctc 
cgctgatggg 



atccaggctt 
cacctaccag 
gaacccccag 
aacacaacag 
gctggagccc 
tgacagcaac 
gaggctggaa 



tttgacaacg 
gagtttgaag 
acctccctct 
aaatccaacc 
gtgcagttcc 
gtctatgacc 
gatggcagcc 



ctatgctccg 
aagcctatat 
ctttctcaga 
tagagctgct 
tcaggagtgt 
tcctaaagga 
cctag 



cgcccatcgt 60 
cccaaaggaa 12 0 
gtctattccg 180 
ccgcatctcc 240 
cttcgccaac 300 
cctagaggaa 360 
405 



<210> 21 

<211> 579 

<212> DNA 

<213> Homo sapiens 



<400> 21 

tacaagggtt 

gacgtggtcg 

gtcttcataa 

tgtgggaggt 

gacgacgagt 

tcggaccaca 

ccgtaggttt 

ttcgtctgga 

atgcccgacg 

cacgtcacgg 



ggtaagggaa 
accggaaact 
gtaaggacgt 
tgtccctcct 
aggtcagcac 
tgccgcggag 
gcgactaccc 
tgtcgttcaa 
agatgacgaa 
cgagacacct 



<210> 22 

<211> 405 

<212> DNA 

<213> Homo sapiens 



<400> 22 

tacaagggtt 

gacgtggtcg 

gtcttcataa 

tgtgggaggt 

gacgacgagt 

tcggaccaca 

ccgtaggttt 



ggtaagggaa 
accggaaact 
gtaaggacgt 
tgtccctcct 
aggtcagcac 
tgccgcggag 
gcgactaccc 



taggtccgaa 
gtggatggtc 
cttgggggtc 
ttgtgttgtc 
cgacctcggg 
actgtcgttg 
ctccgacctt 
gctgtgtttg 
gtccttcctg 
cccgtcgaca 



taggtccgaa 
gtggatggtc 
cttgggggtc 
ttgtgttgtc 
cgacctcggg 
actgtcgttg 
ctccgacctt 



aaactgttgc 
ctcaaacttc 
tggagggaga 
tttaggttgg 
cacgtcaagg 
cagatactgg 
ctaccgtcgg 
agtgtgttgc 
tacctgttcc' 
ccgaagatc 



gatacgaggc 
ttcggatata 
caaagagtct 
atctcgacga 
agtcctcaca 
aggatttcct 
gggcctgacc 
tactgcgtga 
agctctgtaa 



gcgggtagca 60 
gggtttcctt 120 
cagataaggc 180 
ggcgtagagg 240 
gaagcggttg 300 
ggatctcctt 360 
cgtctagaag 42 0 
tgagttcttg 480 
ggacgcgtag 540 
579 



aaactgttgc 
ctcaaacttc 
tggagggaga 
tttaggttgg 
cacgtcaagg 
cagatactgg 
ctaccgtcgg 



gatacgaggc 
ttcggatata 
caaagagtct 
atctcgacga 
agtcctcaca 
aggatttcct 
ggatc 



gcgggtagca 60 
gggtttcctt 120 
cagataaggc 180 
ggcgtagagg 240 
gaagcggttg 3 00 
ggatctcctt 360 
405 



<210> 23 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
15 10 15 



Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 
20 25 30 
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Glu Glu Ala Tyr 
35 

Pro Gin Thr Ser 
50 

Arg Glu Glu Thr 
65 

Leu Leu Leu lie 



Val Phe Ala Asn 
100 

Asp Leu Leu Lys 
115 

Leu Glu Asp Gly 
130 

Ser Lys Phe Asp 
145 

Tyr Gly Leu Leu 



Phe Leu Arg lie 
180 



lie Pro Lys Glu 
40 

Leu Cys Phe Ser 
55 

Gin Gin Lys Ser 
70 

Gin Ser Trp Leu 
85 

Ser Leu Val Tyr 



Asp Leu Glu Glu 
120 

Ser Pro Arg Thr 
135 

Thr Asn Ser His 
150 

Tyr Cys Phe Arg 
165 

Val Gin Cys Arg 



Gin Lys Tyr Ser 



Glu Ser lie Pro 
60 

Asn Leu Glu Leu 
75 

Glu Pro Val Gin 
90 

Gly Ala Ser Asp 
105 

Gly He Gin Thr 



Gly Gin He Phe 
140 

Asn Asp Asp Ala 
155 

Lys Asp Met Asp 
170 

Ser Val Glu Gly 
185 



Phe Leu Gin Asn 
45 

Thr Pro Ser Asn 



Leu Arg He Ser 
80 

Phe Leu Arg Ser 
95 

Ser Asn Val Tyr 
110 

Leu Met Gly Arg 
125 

Lys Gin Thr Tyr 



Leu Leu Lys Asn 
160 

Lys Val Glu Thr 
175 

Ser Cys Gly Phe 
190 



<210> 24 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
15 10 15 

Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 
20 25 30 

Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
35 40 ' 45 

Pro Gin Thr Ser Leu Ser Phe Ser Glu Ser He Pro Thr Pro Ser Asn 
50 55 60 
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Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
65 70 75 80 



Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser 

85 90 95 

Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr 
100 105 110 

Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg 
115 120 125 

Leu Glu Asp Gly Ser Pro 
130 



<210> 25 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 25 

atgttcccaa ccattccctt atccaggctt tttgacaacg ctatgctccg cgcccgtcgc 60 
ctgtaccagc tggcatatga cacctatcag gagtttgaag aagcctatat cctgaaggag 12 0 
cagaagtatt cattcctgca gaacccccag acctccctct gcttctcaga gtctattcca 180 
acaccttcca acagggtgaa aacgcagcag aaatctaacc tagagctgct ccgcatctcc 240 
ctgctgctca tccagtcatg gctggagccc gtgcagctcc tcaggagcgt cttcgccaac 300 
agcctggtgt atggcgcctc ggacagcaac gtctatcgcc acctgaagga cctagaggaa 360 
ggcatccaaa cgctgatgtg gaggctggaa gatggcagcc cccggactgg gcagatcttc 42 0 
aatcagtcct acagcaagtt tgacacaaaa tcgcacaacg atgacgcact gctcaagaac 480 
tacgggctgc tctactgctt caggaaggac atggacaagg tcgagacatt cctgcgcatc 540 
gtgcagtgcc gctctgtgga gggcagctgt ggcttctag 579 

<210> 26 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 26 

atgttcccaa ccattccctt atccaggctt tttgacaacg ctatgctccg cgcccgtcgc 60 
ctgtaccagc tggcatatga cacctatcag gagtttgaag aagcctatat cctgaaggag 12 0 
cagaagtatt cattcctgca gaacccccag acctccctct gcttctcaga gtctattcca 180 
acaccttcca acagggtgaa aacgcagcag aaatctaacc tagagctgct ccgcatctcc 240 
ctgctgctca tccagtcatg gctggagccc gtgcagctcc tcaggagcgt cttcgccaac 300 
agcctggtgt atggcgcctc ggacagcaac gtctatcgcc acctgaagga cctagaggaa 360 
ggcatccaaa cgctgatgtg gaggctggaa gatggcagcc cccggactgg gcagatcttc 42 0 
aatcagtcct acagcaagtt tgacacaaaa tcgcacaacg atgacgcact gctcaagaac 48 0 
tacgggctgc tctactgctt caggaaggac atggacaagg tcgagacatt cctgcgcatc 540 
gtgcagtgcc gctctgtgga gggcagctgt ggcttctag 579 

<210> 27 
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<211> 579 
<212> DNA 
<213> Homo sapiens 



<400> 27 

tacaagggtt 

gacatggtcg 

gtcttcataa 

tgtggaaggt 

gacgacgagt 

tcggaccaca 

ccgtaggttt 

ttagtcagga 

atgcccgacg 

cacgtcacgg 



ggtaagggaa 
accgtatact 
gtaaggacgt 
tgtcccactt 
aggtcagtac 
taccgcggag 
gcgactacac 
tgtcgttcaa 
agatgacgaa 
cgagacacct 



<210> 28 

<211> 579 

<212> DNA 

<213> Homo sapiens 



taggtccgaa 
gtggatagtc 
cttgggggtc 
ttgcgtcgtc 
cgacctcggg 
cctgtcgttg 
ctccgacctt 
actgtgtttt 
gtccttcctg 
cccgtcgaca 



aaactgttgc 
ctcaaacttc 
tggagggaga 
tttagattgg 
cacgtcgagg 
cagatagcgg 
ctaccgtcgg 
agcgtgttgc 
tacctgttcc 
ccgaagatc 



gatacgaggc 
ttcggatata 
cgaagagtct 
atctcgacga 
agtcctcgca 
tggacttcct 
gggcctgacc 
tactgcgtga 
agctctgtaa 



gcgggcagcg 60 
ggacttcctc 120 
cagataaggt 180 
ggcgtagagg 24 0 
gaagcggttg 3 00 
ggatctcctt 360 
cgtctagaag 420 
cgagttcttg 480 
ggacgcgtag 54 0 
579 



<400> 28 

tacaagggtt 

gacatggtcg 

gtcttcataa 

tgtggaaggt 

gacgacgagt 

tcggaccaca 

ccgtaggttt 

ttagtcagga 

atgcccgacg 

cacgtcacgg 



ggtaagggaa 
accgtatact 
gtaaggacgt 
tgtcccactt 
aggtcagtac 
taccgcggag 
gcgactacac 
tgtcgttcaa 
agatgacgaa 
cgagacacct 



taggtccgaa 
gtggatagtc 
cttgggggtc 
ttgcgtcgtc 
cgacctcggg 
cctgtcgttg 
ctccgacctt 
actgtgtttt 
gtccttcctg 
cccgtcgaca 



aaactgttgc 
ctcaaacttc 

tggagggaga 

tttagattgg 
cacgtcgagg 
cagatagcgg 
ctaccgtcgg 
agcgtgttgc 
tacctgttcc 
ccgaagatc 



gatacgaggc 
ttcggatata 
cgaagagtct 
atctcgacga 
agtcctcgca 
tggacttcct 
gggcctgacc 
tactgcgtga 
agctctgtaa 



gcgggcagcg 60 
ggacttcctc 120 
cagataaggt 180 
ggcgtagagg 240 
gaagcggttg 3 00 
ggatctcctt 360 
cgtctagaag 420 
cgagttcttg 480 
ggacgcgtag 54 0 
579 



<210> 29 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
15 10 15 

Arg Ala Arg Arg Leu Tyr Gin Leu Ala Tyr Asp Thr Tyr Gin Glu Phe 
20 25 30 

Glu Glu Ala Tyr lie Leu Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
35 40 45 

Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn 
50 55 60 



Arg Val Lys Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
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65 



70 



75 



80 



Leu Leu Leu lie Gin 

85 

Val Phe Ala Asn Ser 
100 

Arg His Leu Lys Asp 
115 

Leu Glu Asp Gly Ser 
130 

Ser Lys Phe Asp Thr 
145 

Tyr Gly Leu Leu Tyr 
165 

Phe Leu Arg lie Val 
180 



Ser Trp Leu Glu Pro 

90 

Leu Val Tyr Gly Ala 
105 

Leu Glu Glu Gly lie 
120 

Pro Arg Thr Gly Gin 
135 

Lys Ser His Asn Asp 
150 

Cys Phe Arg Lys Asp 
170 

Gin Cys Arg Ser Val 
185 



Val Gin Leu Leu Arg Ser 

95 

Ser Asp Ser Asn Val Tyr 
110 

Gin Thr Leu Met Trp Arg 
125 

lie Phe Asn Gin Ser Tyr 
140 

Asp Ala Leu Leu Lys Asn 
155 160 

Met Asp Lys Val Glu Thr 
175 

Glu Gly Ser Cys Gly Phe 
190 



<210> 30 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
1 5 10 15 

Arg Ala Arg Arg Leu Tyr Gin Leu Ala Tyr Asp Thr Tyr Gin Glu Phe 
20 25 30 

Glu Glu Ala Tyr lie Leu Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
35 40 ' 45 

Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn 
50 55 60 

Arg Val Lys Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
65 70 75 80 

Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Leu Leu Arg Ser 

85 90 95 

Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr 
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100 



105 



110 



Arg His Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Trp Arg 
115 120 125 

Leu Glu Asp Gly Ser Pro Arg 
130 135 



<210> 31 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 31 

cctgaaacca aagaaaat 18 

<210> 32 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Pro Glu Thr Lys Glu Asn 
1 5 



<210> 33 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: nucleotide 

sequence coding for specific cleavage site of the 
IgA protease 

<400> 33 

cctagacccc caacacct 18 

<210> 34 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : specif ic 
cleavage site of the IgA protease 

<400> 34 

Pro Arg Pro Pro Thr Pro 
1 5 
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